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E. coli E. coli ColoniesColonies

EachEach E coliE coli colony iscolony isEach Each E. coliE. coli colony is colony is 
an “isolate”an “isolate”
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detection (presence/absence), but not abundance 
or level of marker presentor level of marker present
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U Bacteroidales PCR specificity typically 90%U Bacteroidales PCR specificity typically 90%
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Human marker – occasional cross-reactivity 
ith t d f
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Ruminant marker – cross-reactivity with 
almost all hog/feral hog feces and occasionally

with coyote and raccoon feces 
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almost all hog/feral hog feces and occasionallyalmost all hog/feral hog feces and occasionally 
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almost all hog/feral hog feces and occasionally 
with some other animals but not humans
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average human  average human  E.  coliE.  coli occurrence suggests pollution from occurrence suggests pollution from 
distant source or significant but infrequent pollution distant source or significant but infrequent pollution 
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•• HoweverHowever, low geo. mean levels of , low geo. mean levels of E. coliE. coli, so not likely a , so not likely a 
significant pollution load significant pollution load 
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U Approximately 50% of fecal pollution is derived from wildlife, 
including feral hogs and deer
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U Domestic animals/livestock pollution contributing approximately 
20% of fecal pollution, and high frequency of ruminant marker 
observed across all stations

U Domestic animals/livestock pollution contributing approximately 
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Continue efforts to minimize livestock impacts, since this pollution 
source may be more feasibly controlled than wildlife
Continue efforts to minimize livestock impacts, since this pollution 
source may be more feasibly controlled than wildlife

U Stations BC05 and BC10C need further investigation to identify 
sources of human pollution

Need to investigate possible sources near Station BC05 – reunion 

U Stations BC05 and BC10C need further investigation to identify 
sources of human pollution

Need to investigate possible sources near Station BC05 – reunion 
center, illegal dumping? 

Strong evidence for human fecal pollution at Station 10C – role of 
coyotes and raccoons?
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coyotes and raccoons?

U Knowledge and input of stakeholders valued!U Knowledge and input of stakeholders valued!


